The PDF file includes: (copies/ml; upper bars; left-hand legend) and prevalence values (gene copies/16S rRNA gene copies; lower bars; right-hand legend) for the different influent (Inf) and effluent (Eff) wastewater samples from high (H AC ) and low (L AC ) antibiotic consumption countries, determined on the basis of qPCR array for the genes: 16S rRNA, intI1, bla OXA , sul1, tetM, ermF, aadA, tnpA, and qacEdelta1. Fig. S4 . Average abundance (copies/ml; upper bars; left-hand legend) and prevalence values (gene copies/16S rRNA copies; lower bars; right-hand legend) calculated by traditional real-time qPCR and qPCR array for Portuguese influent and effluent wastewater samples. Table S1 . Influent and effluent wastewater samples used in the study. Table S2 . qPCR primer sets and the percentage of samples that gave positive results for the influent and effluent wastewater samples. Table S3 . Consumption of antibacterials for systemic use (ATC group J01) in the community (primary care sector) in different European countries from 2005 to 2015 (see also Fig. 1 ), defined as daily dose per 1000 inhabitants and per day. Table S4 . Characterization of the UWTPs examined in this study, in terms of dimension, geographic conditions, treatment, and microbiological indicators. Reference (32) Fig. S1 . Average richness values (number of positive assays) for the different influent and effluent wastewater samples from high (H AC ) and low (L AC ) antibiotic consumption countries, for resistance genes and mobile genetic elements. In the legend, for each gene class are indicated the countries, H AC or L AC , with significantly higher richness (p < 0.01, Mann-Whitney U test). Resistance categories: AMG (aminoglycosides), MDR (multidrug resistance), SUL (sulphonamides), BL (beta-lactams), MLS B (macrolide-lincosamide-streptogramin B), TET (tetracyclines), QUI (quinolones), AMP (amphenicols), VAN (vancomycin) . N.D. not determined, due to restrictions on influent wastewater sample collection in those UWTPs. (0d) x (0d) x (0d) x (2d) x (3d) Ireland (IL) (no additional location available) IL1
x (3d) n.s.** x (3d) n.s.** x (3d) IL2
x (3d) n.s.** x (3d) n.s.** x (3d) Germany (DE) (Baden-Württemberg and Saxony) DE1
x (1d) x (3d) x (0d) x (3d) x (2d) DE2
x (3d) x (1d) x (3d) x (3d) x (3d) Finland (FI) (Uusimaa) FI1
x (3d) x (3d) x (3d) x (3d) x (3d) FI2
x (3d) x (3d) x (3d) x (3d) x (3d) Norway (NO) (Eastern Norway) NO1 x (3d) x (3d) x (3d) x (3d) x (3d) n.s. not sampled in these dates *Since PT1 suffered an overflow during winter 2016 and was not operating in March 2016, samples were collected in another UWTP in the same region (PT3). ** The analysis of wastewater influent was not possible in Ireland due to restrictions on wastewater sample collection. 
